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SUMMARY
Scientists has applied a product barcode concept for identification of living species by using DNA
sequences as “DNA barcode”, a genetic unit for the specific living species marker. The principles of DNA
barcode is providing rapid, accurate and automatable identification of living species. Moreover, molecular
data are useful fundamental information for the study on evolution, species diversity, and natural resource
management. Therefore, the appropriate sequences that proper as a barcode representative must not
too long and extracted from the high interspecific and low intraspecific variation region. The first standard
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gene used for animals DNA barcode is the nucleotides from a part of Cytochrome Oxidase gene (COl)

in mitochondria. This gene has high interspecific variation value; the comparison of nucleotides shows

simple and correct results. In additional, this gene has low insertion and deletion ratio. Therefore, it is

appropriate to use the DNA barcode for living species identification of many animal groups such as birds,

insects, tropical butterflies and the invasive leafminer insects.
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